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Primers:  The sequence of the COSII marker matched exons from Vitis vinifera (AM429121).  Several 
primers were designed to amplify two introns.  Two sets of primers gave single bands and one set of primers 
gave multiple bands.  A strong single band was obtained with the following primers: 
 
P6-19F1: 5’ GAA TGT TCT AGG TTC TCC AAG GAT CG 
P6-19R1: 5’ CAT TTT GTA ACC ATC TGG AAC TTC 
 
PCR conditions: annealing temperature at 53 C. 
 
RIL families:  
 
Gh13 was the source of resistance for the RILs and it is known to have an introgression from about 22 cM to 
32 cM.  RIL34 has the Ty3 introgression marker at 25 cM and RIL5 does not have the Ty3 introgression 
marker. 
 
W312 = RIL34 has Ty3 introgression and is resistant 
W316 = RIL5 does not have Ty3 introgression and is susceptible. 
 
Upper line: W312-P6-19FR, from 1 to 748 
Lower line: W316-P6-19FR, from 1 to 752 
 
W312-P6-19FR:W316-P6-19FR identity= 98.40%(736/748) gap=0.53%(4/752) 
1     GAATGTTCTAGGTTCTCCAAGGATCGATGAAAATGGTGAAACTGTTCTTCACTATGGAAA 
      |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 
1     GAATGTTCTAGGTTCTCCAAGGATCGATGAAAATGGTGAAACTGTTCTTCACTATGGAAA 
 
61    AAGGTAGAAGTCCACCTATTTGTTTGATTATTGAATTGACTAGTTTGGAAGATGTACATT 
      |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 
61    AAGGTAGAAGTCCACCTATTTGTTTGATTATTGAATTGACTAGTTTGGAAGATGTACATT 
 
121   TAATGATAAAATCCTCTATGTAGGTGTGGGAGATGTAAGCTGGAGAATGTCAAGATATTG 
      |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 
121   TAATGATAAAATCCTCTATGTAGGTGTGGGAGATGTAAGCTGGAGAATGTCAAGATATTG 
 
181   AATGATGGAATTGATTGGAATGCAAGAGAAAATTTATACTGGAAGCACGATGTGCAGCGG 
      |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 
181   AATGATGGAATTGATTGGAATGCAAGAGAAAATTTATACTGGAAGCACGATGTGCAGCGG 
 
241   TTTGAGGCAGTAAAGGTTATACTTCACGGAAATGCTGAATTTGAAGCAGTGGATGTTATA 
      ||||||||||| |||||||||||||||||||||||||||||||||||||||||||||||| 
241   TTTGAGGCAGTTAAGGTTATACTTCACGGAAATGCTGAATTTGAAGCAGTGGATGTTATA 
 
301   TTGCAGGTTTGCTTGACTTTAGATTATATGATTAGCATTTGAACATGCAAAAATGTAGTT 
      |||||||||||||||||||||||||||||||||||||||||| | ||||||||||||||| 
301   TTGCAGGTTTGCTTGACTTTAGATTATATGATTAGCATTTGAGCTTGCAAAAATGTAGTT 
        AluI 
361   GTGAATTCCTGTTGTACTTTGGGAGTTACGTTATCACCAACTTATGCAAATACAACTCTG 
      |||||||| |||||||||| ||||||||||||||||||||||||||||||||| |||||| 
361   GTGAATTCTTGTTGTACTTCGGGAGTTACGTTATCACCAACTTATGCAAATACGACTCTG 
 
421   TTAAGTTGTATGTTATAGTTTTCTGTCCCAGATTGCCCTTGGAAGAGGGAGGGTTTGTTG 
      |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 
421   TTAAGTTGTATGTTATAGTTTTCTGTCCCAGATTGCCCTTGGAAGAGGGAGGGTTTGTTG 



 
481   AAAGTAAATAAAGAAGCTAAAGGGCAAGATA....ATATCAGTTATGCTGATAATTAACT 
      |||||||||||||||||||||||||||||||    |||||| |||||||||||||||||| 
481   AAAGTAAATAAAGAAGCTAAAGGGCAAGATAATATATATCACTTATGCTGATAATTAACT 
 
537   TTAGTCATGCTACCATGATTTGGTGTTTCTGTTAAAAGGAACTTGAACTATATGGCTTAC 
      |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 
541   TTAGTCATGCTACCATGATTTGGTGTTTCTGTTAAAAGGAACTTGAACTATATGGCTTAC 
 
597   AATACTCCTCCTTGTTCATGAATCCTGCCCTATTGAAAATCCTGGTACTGTGCTTATTTG 
      |  ||||||||||||||||||||||| ||||||||||||||||| |||||||||| |||| 
601   ATGACTCCTCCTTGTTCATGAATCCTTCCCTATTGAAAATCCTGTTACTGTGCTTTTTTG 
 
657   TTTTATTTATCAGATGCTGAATTGTTCCTTTATCTTGTTTTTTCTGAATGCAGGGTAATC 
      |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 
661   TTTTATTTATCAGATGCTGAATTGTTCCTTTATCTTGTTTTTTCTGAATGCAGGGTAATC 
 
717   ATGTTTTTGAAGTTCCAGATGGTTACAAAATG 
      |||||||||||||||||||||||||||||||| 
721   ATGTTTTTGAAGTTCCAGATGGTTACAAAATG 
 
 
Sequence from RIL316, S. lycopersicum sequence 
ORIGIN 
1      GAATGTTCTA GGTTCTCCAA GGATCGATGA AAATGGTGAA ACTGTTCTTC ACTATGGAAA 
61     AAGGTAGAAG TCCACCTATT TGTTTGATTA TTGAATTGAC TAGTTTGGAA GATGTACATT 
121    TAATGATAAA ATCCTCTATG TAGGTGTGGG AGATGTAAGC TGGAGAATGT CAAGATATTG 
181    AATGATGGAA TTGATTGGAA TGCAAGAGAA AATTTATACT GGAAGCACGA TGTGCAGCGG 
241    TTTGAGGCAG TTAAGGTTAT ACTTCACGGA AATGCTGAAT TTGAAGCAGT GGATGTTATA 
301    TTGCAGGTTT GCTTGACTTT AGATTATATG ATTAGCATTT GAGCTTGCAA AAATGTAGTT 
361    GTGAATTCTT GTTGTACTTC GGGAGTTACG TTATCACCAA CTTATGCAAA TACGACTCTG 
421    TTAAGTTGTA TGTTATAGTT TTCTGTCCCA GATTGCCCTT GGAAGAGGGA GGGTTTGTTG 
481    AAAGTAAATA AAGAAGCTAA AGGGCAAGAT AATATATATC ACTTATGCTG ATAATTAACT 
541    TTAGTCATGC TACCATGATT TGGTGTTTCT GTTAAAAGGA ACTTGAACTA TATGGCTTAC 
601    ATGACTCCTC CTTGTTCATG AATCCTTCCC TATTGAAAAT CCTGTTACTG TGCTTTTTTG 
661    TTTTATTTAT CAGATGCTGA ATTGTTCCTT TATCTTGTTT TTTCTGAATG CAGGGTAATC 
721    ATGTTTTTGA AGTTCCAGAT GGTTACAAAA TG 
 
 
Search SGN:  
 Not hits for BAC clones (1 May 2009).  Match with BAC end sequences: 
SL_EcoRI0036C07_SP6_239152 (CZ936718) and SL_EcoRI0039C03_T7_296542 (CZ942915). 


