Alignment for COSII At4g27700 PCR fragment sequence, UW-Madison, June 3, 2006

Green sequences are exons for SGN-U218461 only marked for Heinz 1706

NAMES: Heinz, Gc9-a-1, Gh902-a, LA1777
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agctactaaacctgctaaatcaccaggtatatagtggcggagce
gctactaaacctgctaaatcacccggtatatagctttttaagataattcagtggcgaage

TACAATATTAAATATACACTCATAATAAGTCCATATTTTA

TCaATgTTTTA
cagaaatttagcgaaggatgTACAATATTAAATATACACTCATAATAAGTCaATOTTTTA
ccgaaatttaaccancnatnTACQATATTgAATATACNCTCATNATtAGTCaAcAnnn.A
tc a a

ACCCTCAGTACACTACATAATTTTCTAACAAAGGATGTGCACTGGACTACCCTTCGCC. .
ACCCTCAtTgCcCTACATAATTTTCTAACAAAGGATGTGCACTaGACTACCCTTCGCCta
ACCCTCAtTgCACTACATAATTTTCTAACAAAGGATGTGCACTaGACTACCCTTCGCCta
ACCCTtAGTNCNCTACATAA. ... ... .... AGGATGTtCACTaGACTACCCTTCGCCta
accct a t c ctacataa aggatgt cact gactacccttcgcc

.............. CTGCCTATGATTAAAGACTTCTTTTTGTGTGTTTTTACTATTATAA
aggtggcttcgcccCTGCCTATGACTAAAGACTTCTTTTTGTGTGTTTTTACTATTATAA
aggtggcttcgcccCTGCCTATGACTAAAGACTTCTTTTTGTGTGTTTTTACTATTATAA
aggtggcttcgcccCTGCCTATGATTAAAGACTTCTTTTTGTGTGTTTTTNCTNTTATAA

ctgcctatga taaagacttctttttgtgtgttttt ct ttataa

CCATTGTTTTTT .o oo e oo TTTGGTGGAGTAGCTGAAGAAGAGTGGTCAACTAAA
CCATTGTTTTT ..o oo TTTttGGTGGAGTAGCTGAAGAAGAGTGGTCAACTAAA
CCATTGTTTTT e i e - TTTttGGTGGAGTAGCTGAAGAAGAGTGGTCAACTAAA

CCATTGTTTTTTgttgttgtttTTTtttGTGGAGTAGCTGAAGAAGAGTGGTCAACTAAA
ccattgtttttt ttttt gtggagtagctgaagaagagtggtcaactaaa

AGAGCAAAATTGCTTGAGAAAAGGGTAAAACAATCTCTCTTTTTCTCTAGTTTTGCATAT
AGAGCAAAATTGCTTGAGAAAAGGGTAAAACAETCTCTCTTTTTCCcCTAATTTTGLATAT
AGAGCAAAATTGCTTGAGAAAAGGGTAAAACALTCTCTCTTTTTCcCTAATTTTGATAT
AGAGCAAAATTGCTTGAGAAAAGGGTAAAACAATCTCTCTTTTTCTCTAETTTTntngnT
agagcaaaattgcttgagaaaagggtaaaaca tctctctttttc cta tttt t

CATCAACAAAAGGAAACACTACAAGTTATGATCATCAATTGATTAATGCATAAAAGAATT
TtATCAACAAAAGGAAACACTACAAGTTATGATCATCAATTGATTAATGCATAAAAGAATT
tATCAACAAAAGGAAACACTACAAGTTATGATCATCAATTGATTAATGCATAAAAGAATT
tATCAgCAAAAGGAAACACTACAAGTTATGATCATCAATTaATTAATGCATAAAAGAATT
atca caaaaggaaacactacaagttatgatcatcaatt attaatgcataaaagaatt

GATAATCCA.ATTTTTTGTCATTCATGCCTATTAGTTTAGAGAATCTAACAAGGCATAGT
GATAATCCA.nNNNTTTGTCATTCATGCCTATaAGTTTAGAGAATCTAACNNnnnnnnnNnT
GATAATCCA_nNnTQTTTGTCATTCATGCCTATaAGTTTAGAGAATCTAACAAGGNNNAGT
GAgAATCCtnAangggTGTCATTCATGCCTATTAGTTTAGAGNATC
ga aatcc tgtcattcatgcctat agtttagag atc

ATGTAAATTTCAGGTAAGGAGTGTTGAGGCAAAAGAAGCATTTAGACTTCAGAAAGAGAA
ATGTAAATTTCAGGTAAGG
ATGTAAATTTCAGGTAAGGNGTGTTGAGGCAAAAGA

CAATTTTGTGATTCTTGATGTACGACCTGAAGCCG
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